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I FHAREN

CRISPR/TALEN 4153 [ 547 i DNA XUBEKTZY (DSBs) 1 # 40 i (¥ IR A Y5 K s i (NHEJ) #HL
HMEE, WX MHLEIE S H 5 A7 DSB AL Gl NG54, il PCR I i X 4 1) 471 12
TP, PCR W& i BERNE K G 22 T G A R I 2% A DNA - Cl B A= 289 i N2k 58 A% 714
FERC, B RARGEAS 2RI

T7 BRI LIBE | A iR 5 R BT X S8 K 5 ) PCR By B AR IIC X 8. T7 B N VIRg | Hix sy
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IndelCheck™ CRISPR/TALEN #fi NSk M4A R (1C001, 1IC002) & —& devh H T 50 1F F 8 41 4w 4
T IhRE SRS g 45 BH P 4l M 1) e 3R R . B RS TN PCR A& (2.05%) (1C003, 1C004) .
T7 #ZIR W VIS | 40K 7] (1IC005- 1C006) , LA HE & PCR wlEik#)& (1C007, 1C008) . ik
FE I T Aoy #R I SR, 45 SR BEFE D) 8 B0 AN FH PR RS D3R 50 v i A3 B R I

A PCR IRA A (2.0/0) M RESCHLEZUHAE A PCR 7 83T L 1 1Ak« 565 & il 24
fRZEM, o B ANy B LN 40 DNA #5417 PCR. R ##¥) SuperHeRo PCR mix fit i 2 e {7 EL ik
PSS PP AN AT, AR PCR =403 FH 55 17 ity 5l 6 iy (1) 22 #p U7 3544 . GeneCopoeia
FEAERL & PCR 51T KA s

T7 ZB N VIEE | AR F S T7 RN VI | T7 RN VI8 | G2 R0 IF BT 444 XUaE DNA,
ST TRC B DRI ) O . AT o R AL A PCR VRS T 1) P 1 06) i o
15 PCR wafik & (1C007, 1C008) 117 T4 DNA M1k 22 LU A AT S0000 35 DR 1 T o i 425 2

K, RERFRE AR ST PCR 74 ve B 21 D8 2 MEAL I 8K b, J7 RS ) CHEAT I P afE (2D o A
A G AR SRR PCR RIS 149 LA T 5140 o
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1. AT P A R R A

IndelCheck™ CRISPR/TALEN @A GLLAMIEZR (1C001, 1C002)

T7 BERATIEE | RS A7 WA LR -

50 [ k74 (Catalog No. 1C005)
200 e WAkl £E (Catalog No. 1C006)

MR
50 ™ et 1P i
200 /N B
it E1) S AR
50uL . o s o f
T7 Endonuclease | (2U/uL) 200uL Y €] -20°C FrRefeE iz 124 H
100uL L o 2 .
10X T7EN Buffer 4004 /€] -20°C Fhgfaetitr e 124 H
PH 14 F Je 3 77
, , 100uL . o = aE e p
Control template & primer mix 4004 vKA% -20°C FRetEfbfER > 12 M H

B4 PCRAFE (2.0M0) PRI

504 v k5 £ (Catalog No. No. 1C003)
200/ [ v ikl (Catalog No. No. 1C004)

BE
50 4~ B
200 /> p

BRI

Lysis Buffer

1300pL
5200uL

UKAR

-20°C FREFSEMEAA LR 12
™H

2 x SuperHero PCR Mix NEW

650 pL
2600 pL

VKAR

-20°C M RERUE fififr /b 12
™~H
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BE 55 PCR FE R T & A7 1 FoA «

20 /M M ik F)#x (Catalog No. 1C007)
1004 i ik #  (Catalog No. 1C008)

J58=cs
20 AN by S
100 4™ .
. 20 lJL N s ° s o
10 x Ligase Buffer 100uL €5 -20°C MRERREAF R 12 M H
, 20 uL o S
T4 Ligase (200 U/uL) 100uL /€5 -20°C NRefaetsfre> 12 1 H
) 20 uL AR 0 o .
Blunt-end linear vetor(20ng/uL) 100uL /€ -20°C TRefaetsfr 2> 121 H
20 L o ) .
Control Insert (40ng/uL) 100uL UKAEE -20°C FrefaEftfra> 124 H
_ 200 pL e o s e
PCR primers (5uM) 1000 L € -20°C FrRekaEftfra 124 H
Forward Sequence Primer 20 pL , w2 o p
V&S -20°C £t 12 A4
(20uM) 100uL K4S T RERSE il A7 2 D ~H
Reverse Sequence Primer 20 pL . ot e
-20°C Figka 12 4
(20uM) 100uL €N 0°C "R fgkasE fitifr 2 2b E|

ERFM: .
We 20 e s R A AL fifi A7 AE —20°C .

FAth BT sk
DL BAORE N SRS T ABE B A 2 0t

ELSHR PCR B4, Tm 260°C: 51N iH{E TALEN 5t sgRNA S fmM, § 18— 4k
500-800 bp /i Bt, FHHTALEN ok sgRNA (BT U147 s A7 T 254 19 17 Befn 2y 100 bp A7 E
eI N AT BERA AR 510 T2 80 R e b o 3B Gl S AT RS () 5 o BETE I Y 38 G g
A BIVEAE T SNP A i B S R A7 AE 741 25 S (AL £

Ee TN T FEE R AT 7| WY BRI 5L 52 i 96 SR Py (1T I 0 M R 2 AT 1 #E R 7 2
Blo WA S 75— 7 1K, A FE LI AT REFr /PP 2507 . Bl ki PCR 511 b 4
VIGHEMAIOL T, TR AT FESS-FE TT PR A LB 1 1 BT FEXT G AR I K AR T . BellTAE M R 4
FELEENT 26 T R TVl SNP (LR TEA AP 5K

*GeneCopoeia 2L fURr 7+ PCR 516t 5 & k55

ddH20. 6 G A F et e s TR ) HoO o il g s I iy W A B IR 2800 I 2 i BV S el v
Prel e ssx PCR A4k
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IV. L5 '

T A IndelCheck™ CRISPR/TALEN #i At 2 Al 4 R 46 CRISPR sgRNA 5% TALEN
XYtk PR8I R DS R R 5 .
B TAERT— T s SRR P R CAAE , AT TS PR AL R B PCR 514 Btk AL IO AL i e TR 51
RARAESE T L RATE P20, R PCR 50 By D) =Mk (746 -20°C , H BT H T AT
N SEG . T SR R R

FRATTE AT AL T AR P P A A7) i 36 £ B A ) SRR AT BH P R PCR. 1% PCR ™ M REAE
iR R K A R DL R R I U7 A S g TR

1. 519t
1) #05 PCR 56 Tm {Hi N A& T62°C.
2) AEUA RS, § PRI NN A %) 500~800bp.

3) WitsI, Nt atil CRISPR sgRNA % TALEN ({847 il 2 PCR 3748 2= 4 (f) #
2100 bp. XAEREMIBEY =11 47 B e 45 3R ) T IX 4% o

2. B
L ik RIEER 4] DNA
a) WEAM D THRL ~108 M) .

b) FEEEFEM I R R 41 DNA, - SR AR IR 6 A8 = wi e it 1) 5 50 0 Bk
1To HITRIEDRIZ] DNA W0 B 22 /b 25ng/ v Lo

® ik 2. RfRAM
a) WHEMIEE LT, 3000 rpmA A ENLS min, NOZERE BRI IR

b) MIA300uL 1 X PBS, FMLWRITEEM, 3000 rpm¥A 7% 2.0 5 min, 7D
B L.

c) MA300uL 1 X PBS, MM LMK HREFMIL. WRFEE, WEX—P
F PBS & N 4 4 iudE 4T . 3000 rpmyA R B5.005 min, LA REHE R g
CGREE o JUET I T 240, sifitifi T -80°C.

d) JhnA25u L Lysis Buffer, 65°C & 15 min, 95°C K510 min, I E Tk L.
J: Lysis Buffer f9A (/1 & i 1R#F A M50 H A 77 #%. T X #F 25 ul

11 Lysis Buffer Z4## 50,000 7 5 X105 1N/, 2175 Z0F—1 96 AL#K
AT, 2R AB0-100 uL Lysis buffer. 2175 54%—1° 6 ##K
WAL AIGNE, R A 200-600 uL Lysis Buffer. 47524 1 > 1

kb /1911 Bt Fel 1@ iR A AN 5] 240 min,  {HAEAHAZL 1h.

AR Z LI ST it BEREIT T N o 5 ] LRGS0 A TR R A
ML LI A7 -80°C » BE R AL,
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e) 12000 rpm % 2.0 1 min.

De IR BT K8 ZRYY, WA 5. W LA LTSRS
—APNBELDEH, FEIE P HRSEMA 256 L Lysis Bufferit 1737,

f) LA PCR K& A1 R 2t A TPCR. A1 MR WT LIAES °C P fiA7—
fi, BiAE -20 °C MEAEOT, HEN R

3. BEAPCRE =it #
1) #iri PCR

a) MIEIIZENZE DNA E#E17 PCR, 152% TR MCHI & A7 4E midy 7+ PCR 5191

PCR S WAk % -
Hoy JiEh--
HE K41 DNA 50-200 ng
# AU PCR 514 (5B 514 5uM) 1.25 L
2 x SuperHeRo PCR Mix 125 L
ddH20 to25 L
EAARR 25 L

b) MANNRRSMEY) Eilttr PCR, 2% NRAECH G HL Ak PCR 5141 PCR Jx

AR ZR -
s
A0 A7) 1* L
Hi PCR 519 (5:B0514) 5uM) 125 L
2 X SuperHeRo PCR Mix 125 L
ddH20 to25 L
J5YuY A 25 L

10
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* W PCRIESCHE AL, i K I E VBN TR AR, GRGE < Y
AR EA 200 F#ANIF. #12 HT1080 Z0M % 5 — {71k, W#E PCR /<)
R iR 1000 1 FMFEAMM: U1 ZEALRNEHEEEI |- IR TR M i 451, —
R £910,000 PSFMELJATT I o

7E: XIH PCR R IEZ g MR 3.

o) LA NP tAT PCR:

94°C 5 min 1 cycle
94°C 30s

58°C 30s 35 cycs
72°C 1 min

72°C 5 min 1 cycle

2Lz PCRM A g H AP IEGIHT H— 4 1F o TeNTHFUZE R/ i (R AT DNA 2K
My, LI PCR AR GIA I TEZE . FF5719 PCR 3877 i N8 e ey iy EL #7217
1 T7 B 1 LI | LT o

2) 1 PCR W™ AEARAE g M 4y, ml LU A IR 4 A /M IERIK) PCR 4%t . 1
LM 2 7 gy AR RIS 2B A0 7 A A AR RS S 3 8 - O g D 4 2R

4. fREERIR K
1) BCHILL R SR A R -
DNA (>25ng/uL) 200~500 ng
10X T7EN Buffer 2 uL
TR B K %19 L
B 19 L

A8 H (1) /£ GeneCopoeia #EAEHE i PCR WA, A BL R ) R NAR R

KAL) PCR =4 200~500 ng (5~19uL)
TCrx R B K %19 uL
Total 19 L

11



IndelCheck™ CRISPR/TALEN i A Gkt Al 4 5

2) REIFELEFD
3) 1E 95°C n#A 5 734
4) V4G PCR =4 #1 2 Z R K

5. T7 RN UIES | BE DI
1) FERNAR RN UL W IE S 2U/uL (ITT7 IR N DI 1.
2) #£ 37°C W 20-60 4354

6. BERT HLIK T
1) ERAEEY) SONAR RN 1710 4AF1K110 X loading buffer [with 0.1% SDS] JfiE4] .
2) KB R NAR RIBASYINE] 2% agarose/EtBr K IFLH, 7 TAE 8¢ TBE ZZah i b ik
AT HLIK o
3) 7EEALKE S IKIE LT N 100bp DNA ladder (#M01010A) —2 fufke, 15k 4 K/
ZM. 5 Viem — 11 Viem (43T bR, B3 IR W A7 8% BB K BE 1 2/3 Ak

1 234 M EEETS T7 RN YIRS | B Y174
147 282

NROB1 429

B 3. T7 R A TIEE | /.

VKAl 1. BIRIRAN PORY =1, T7 KR DI
| Wi ).

VKE 2: P IANN R PCRY 144, K&/,

VKIE 3: LA K PCR ™74, T7 &R N VIR | B .
BEUIHUI A R AT L 3 454601, 1 & 5 RPEN PCR 9
BEEAEC, 2 MDA KT (LR R .
VKiE 4: SLEAHLNEE PCR 74, K&EBEY).

¥ki& M: 100bp plus DNA ladder (#MO01010A) .

12
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7. WFFRAE (P 3)

L2304
1) 25°CHER N /M, RNAKRIT . S T RIS AR A PCR W&
AR

10 x Ligase Buffer 1 uL

T4 Ligase (200 U/uL) 1 uL

Blunt-end linear vetor(20ng/uL) 1 uL

Target site PCR product 2-5 uL

ddH20 upto10 pL

Total 10 puL

2) I 2uL )2 100pL DH5a A2 (28 1IABCR>109) UKkt 30 -4t
3) A2°CHAIASES, UK 2 I3l

4) JMAA400uL SOC #5774k, 37°C 220 rpm FEIAHEFE 1 /N

5) Al 200pL FFRE R A R HUELB B CRTAERIRIES0ug/mL) |, 37°C Higrid 4

B K BORLHE 2%
6) FIEHRHCAATE LR, BT PCR 5 b & PCR Primers(5pM) £ 14 o

7) WWEHEHIKE PCR ROV AR R BN RIS 947 512647 PCR;

8) HAh CRYBEFHIERD) PRI S 4-5mL 2 R HitELBRTFREE, 37°C 220rpm Hi e i 742 ;

9) IR TR G G A A 7S B 3t 1 S0 A0 TR HRUBTR

e

10) JSoRik i, A8 AR G ft o I e 5 | gk A T

VE: R T EARR NG PCR Primers (5pM) . #ki PCR S BE 7 @40 € 5 0/& % 2000 [)#

RIE 18] R[] /F 518 FifE 77208 S 1 7 IR - L T 25 . LA 51 R 720 15 B
WA 20 JHR 5 Al 6.

13
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VI. SEHERRMT
BT BEREARAT

A AR SRR

IZEEIS Ut i NANIbE S
il

AT )
e

WU R LR A e
BRI o

BEUIA3 2 DNA 277
K55, TiEEH

PCR ) 53 4 729"
F

T7 RZIR W VI | 5 PR

AN TE A B Bl D) S 2R 5

S TR A

BRI BCRAE

PCR 5|\ 584

Rk DA 2L A8 1 K B P %A

FFE) DNA B4 2

« JZIEzlitk PCR 4, #itR{EH TR0
[¥) PCR §"884 W) 2 4% i 50— (1 COLPR 1)
Kl 4)

« itk PCR 5191t 8t
ALPCR W 4

o SR BH P o) FE At O A B BT PR 4
TELEREY) SN AR RSN MnCl, &R K
10mM K80 T7 #%8 W UIEE | 055k .

* ORI B D) AR R AEAE 37°C.HEAT N o

o SRS D) ONGERE 1 SN

AEROKAE P RAT AR FEFR K o Al VAR FR Bl
IR — ik B AR B .

AEMUREE R 471 PCR ST AR FNIE K,
2 LI

(1) 95°C 5min

(2) 94°C(-2°C/cycle), 10-20 sec

(3) 93°C(-2°C/cycle), 10-20sec 2k )& [H] £
step (2),34 cycles

o HIIRAEFE AL PCR ] R R B DNA R &
i o

o WERATREMNIIE, THRE AL N 24 g i

LR AT Canse ik BriY) CRISPR sgRNA
5 TALEN) .

o {RIUE DNA EAFRAERIE BT L. Beoh,

TOREEDUKIE ) PCR %) DNA _EFEEATSE.

14
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B AR A

5 4 26

fi 2

PCR &AM

PCR AR S A

A se s

PCR 5| it A

PCR &AM

PCR 5|8t it At

K% DNA Z41

PCR AR S K i

K% DNA B4

© OHTEEAE TS, iR GC EART 40%,

AELAE PCR R NARR BN 5XEnhancer.

o FREUIFAIEIEIRIZ] DNA SR B L Hhfs AR AR

W):EO
« ZEIN Lysis Buffer iR figfz 2 PBS,
TEE R PBS & H % Lysis Buffer.

o PEZMRANPOET, A afn BRH HOb S Am o v
st S Ao, AR 40 2 H 3K Lysis
Buffer fJ4A&F .

o KA A IE A UL OB

o BB KR ERE | Tm i 5 0~5°C.

s AR, HERGEERERSS.
WA 2, P51 AR A

« }5 DNA 400 H & 2] 0.2 uL(1U)

o FRABGREE R ORI 12 EEFA, &
f#PCR.

« 5 DNA A1 H &= 2] 0.2 uL(1U)

15
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L 53 PCR =Y I 3o R 5 e AR AT

—_— —

R

e NiAR ZR k2 ATP
o T

R IR s D
KIE, FEEDE o
ALK
PCR 1 F il
171V R
6 B
i
ol K B
Vo R

o ARG P IR R B, FEREAT R

JOLIN R P IR AL, AWLSET4 DNA SN
PR IEHR .

o iEI AR FIEFTEC A 10 x Ligtion Buffer i#:47 52

Ko ZRAATOEH ATP MEEE 1. WRRA
FARSIR AR, 155500 H2 B SR IK SR
BEE PH XS I 5 (AT SEHEFR A

o PRRT I DNA R me 3805 SO R

LN R B 15 MBI AR R (1) PCR 7™
YR BRI GG RIRIE .

o FEREATHEAR SO IR BB P IR A . RS

FH AT IR S AR 2R e 2 AUA I, T4 A S
Ko A RIS %5

 ABEPCR e A G A 12 P im i fA . iR

& PCR (AR ki A1 dm o i, Wik
AR ECAE

o BAIHEEEATH IndelCheck R4IIKAL 5 PCR

g R &R PCR 745V i M il
AR I BUREY), LRI & TP
SR KN T R 58 2R

o THERALIBCE AN I E R B A,

Ji AR5 Gl L

o A EWRE R HUE PR T H . R

SR AR A I B IR 50pg/mL

o WG ERVEARA B AT BOEE I, B

AR HE P E AL BIIPEBL S . W R A
HIIF ARG B A, 1iF F B SR i SR
B A B2 DA REA T BE AR

o ARSI FE R RN R, suE i

fil/b> T4 DNA VERNG 5y 40 JEE R S B I 1)
77 BTG PRI A5 R I e B JR A 7
AT BEAEFF A

16
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VII. P
1. {8 IndelCheck™ Xy il /& & I iF CRISPR sgRNA Bt TALEN K873 4

T7 %A VG
amam | PR 7 l
B4

NR4A1 428 347
B ESRRA 791 267 524

B 4. AZE K4 DNA PCR =#1K) T7 %R A YIRS | B

gER, WA (- MIBETIEE RN HE &R KR,
XTTL WA Y EE T L 20 PCR P74 . %3¢ T Control )5z
A (+) , BEDISERERARENA W, XN T7
IR NP8 | B98)H) PCR 724,

2. R E A T A R Y = e DI 45 R

H 15 T7 BRI | B D)4

NROB1 429 bp 127 bp 302 bp

& 5. BBl 4tk FEE 55 PCR =4 5 R & 4lifb % 55 PCR
FEYIBR YIS L

YK 1: JEI PCR ™4, T7 #IRWDINGE | Mg 45 R
K 2: JiR[E PCR =4, Kl

VKIE 3: RALLH PCR ™), &Rk by 1 4547, T7
BRI | BiED) 45 2R

VKB 4: RALLALH) PCR ™), SARR AR 14 54, Rl
1

YkiE 5: 100bp plus DNA ladder (#M01010A)

17
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3. {1 control template & primer mix 347 BHMEX FEE A PCR K& T7 AFR A V1B | Arill i) SL 5625
7.

1) Xt PCR
a) 2% T RHES X PCR /A&

A

Control template & primer mix 4 L
2 x SuperHeRo PCR Mix 125 L
ddH20 85 L
BAETR 25 L

b) A LU R EEAT PCR:

94°C 5 min 1 cycle
94°C 30s

58°C 30s } 35 cycs
72°C 1 min

72°C 5 min 1 cycle

2) i AR K
a) fif} GeneCopoeia #l! /i PCR A&y 4 prfS (1) =g i i F AR Z& -

KAL) PCR 724 200~500 ng (5~19uL)
TR B K %19 uL
Total 19 uL

18
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b) REIFELEN.
c) fE 95°C ik 5 7rfits
d) KRS R PCR Ve A1 2 %R K.

3) T7 RN YIRS | i1k
a) I 1uL 3R 2U/uL BT I N IR 1.
b) 7 37°C /% 20-60 434f.

4) B HIK T

a) {EREANEEY) NV AR R F I 1/10 448110 X loading buffer [with 0.1% SDS] Jf:
RAT.

b) 2K ] Ak RIESWINE] 2% agarose/EtBr IRL, 7F TAE B TBE 22
WP AT HLK

c) 1EBARFE S KE AL . 100bp DNA ladder (#M01010A) —#2 iR, 1EN4
WM Z I AEHS Viem 43T ik, 2R 05 108 2B RE 1
2/3 Ab.

=
papiiEl 520 180 330

B 6. FHYEXT IR T7 R A VIEE | K

iE M: 100bp plus DNA ladder (#MO01010A).
W 12 REAULIIBITER I PCR 74, KR

VKB 2: REAMLIIBITEN I PCR ™9, T7 IRA DI |
IR

19
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4. f#F ¥/ PCR TR & 9 Control insert 34T FH % IR 50 b (K SE 30 S B
1) 25°CIERE N1 hour, SOMWARRUIT . 6255 FRECH] & A HE ks 7 PCR P IE R

(L%
10 x Ligase Buffer 1 uL
T4 Ligase (200 U/uL) 1 uL
Blunt-end linear vetor (20ng/pL) 1 uL
Control insert (720 bp) 1 uL
ddH20 upto10 pL
Total 10 puL

2) W 2pL #4742 100uL DHSa B A U241 ALR>109) o, UKkt 30 7040

3) 42°CHMASES, VK 2 4yl

4) JMA400uL SOC 1575k, 37°C 220 rpm FEIRE;FE 1 /N

5) ¥RAT 200pL IR R 2 R HUELB PR CELI BT B EES0ug/mD , 37°C i FRid s
6) ELHHRHCAE TR, B AT S PCR 5ol £ 1IPCR Primers(5pM) 4 4«

7) WS RIIRE PCR RNAR R AN R St 4551 81T PCR;

5. Blunt-end linear vetor HA&5 |58 (FERF SR
+ Check Primer_F: 5'-catcaaaagggaaccttgcagacg-3'

» Check Primer_R: 5'-tccgttgttttgtaaatcagccag-3'

6. Blunt-end linear vetor AW FF Y58 (FERFIERML) -

. NRGEE7R
Seq Barnase_F: 5'-agaagcacaagccctcgg-3'
. FAnEIEYE

Seq Barnase_R: 5'-gtctgataatggtccgttg-3'

20



IndelCheck™ CRISPR/TALEN i A Gkt Al 4 5

9. [EHAL TRERBEKISNP AL

W FLEN D — UL B R IR DL, — N ICRARER, 5 —RECR. WA

DURI RS PP A2 — 20, (R AT ] BEAE RS A7 s A7t SNP sl bl 2E A8 % . JEAh, 17450
SEIN G P53 HH S AT KRNI RAR . BI AR AL FAPEXT I, AEAAE 2 I R AR K s thAT W] g
A TT IR A VI | AT DADJRIARRC . It A A BA T EE AL BEHHE A PCR S 8T £ (1) SNP

avau
715

FRATT 5 2RI AE BT 514 S AT AT 7 S 560 7 56 SR ECS e o P 1) 40 M AR R PR AL R i e 815 UL - NCB
PR RIL PRI AL SNP A7 nifi B2 . BATELESR AN E D BB o

OHEFLZEER

1. 1& Gene ¥ Al LN A2 BATH R . Wi CANEE R A S AP, 14 LR 7 A -
tpo[sym] AND human[orgn].

& NCBI  Resources () How To @
Gene Gene v ||CCRS @
Advanced

@ Fiters activated: Current only. Clear all

2. mdHREHE KRN,

Gene v ||CCR5|

Save search A-du anced

Display Settings: [~ Tabular, 20 per page, Sort by Relevance Send to:

Did you mean CCRS as a gene symbol?
Search Gene for CCRS as a symbol.

Results: 1 to 20 of 411 Page [1 |of21 Next= Last==
@ Filters activated: Current only. Clear all to show 417 items.
Mame/Gene ID  Description Location Aliases IR
|| CCR& chemokine (C-C Chromosome 3, CC-CKR-5, CCCKRS, B0
ID: maotif) receptor 5 MC 00000312 CCR-5, CD195, CKR-
(gene/pseudogene) (46370142 45376206) 5, CKR5, CMKBERS5,
[Homo sapiens IDDM22
{human)]
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3. A4 M Links £ H %) "GeneView in dbSNP". 41 51 [ B4 HH I e, %L R H
HIAT TN SNP A A,
4. WEERNRENIER, nfAEHR ST By H XY Variation , R )5k PR
F| Variation Viewer %% GRCh37/hg19 i, GRCh39/h38 J¥:5#{#4, & 1000
Genomes Browser, ClinVar FHAth 85 22 12E 10,

CCR5 chemokine (C-C motif) receptor 5 (gene/pseudogene) [ Homo sapiens

(human) ]

Gene ID: 1234, updated on 17-May-2015

~ Summary

Official Symbol
Official Full Name
Primary source
See related

Gene type

RefSeq status
Organism
Lineage

Also known as
Summary

CCR5 provided by HGNC

chemokine (C-C motif) receptor 5 (gene/pseudogene) provided by HGNC
HGNC:HGNC: 1606

HPRD:03223: MIM:601373

protein coding

REVIEWED

Homo sapiens

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; Mammalia: Eutheria;
Euvarchontoglires; Primates: Haplorrhini; Catarrhini; Hominidae; Homo

CKR5; CCR-5; CD195; CKR-5; CCCKR5; CMKBRS; IDDM22; CC-CKR-5

This gene encodes a member of the beta chemokine receptor family, which is predicted to be a
coaron t b toin cimilar to (3 ol sunlad v ntore  Thic doin ic d

Table of contents
Summary
Genomic context

Genomic regions, transcripts. and
products

Bibliography
Phenotypes

Variation

HIV-1 interactions
Pathways from BioSystems
Interactions

General gene information

Markers, Clone Mames, Homology,
Gene Ontology

General protein information

NCBI Reference Sequences (RefSeq)

=~ Variation

See variants in ClinVar

See studies and variants in dbVar

See Variation Viewer (GRCh37 p13)

=l Genotypes

See SNP Geneview Report

See 1000 Genomes Browser (GRCh37.p13)

b
-3
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| SNP linked to Gene (genelD:1234) Via Contig Annotation

[The SNP GeneView page only reports human variation on GRCh38. A new Variation Viewer is available to view the gene CCRS variations in GRCh3Tp13 or
GRCh38, and will replace SNP GeneView later this year. Please visit the Help Page or YouTube for available features and send your comments and
suggestions to NCBI helpdesk.

rs# on all gene models to Batch Query, Download | all rs# to file.

NM_000579.3 plus strand NP_000570.1  forward NT_022517.19 GRCh38.p2  =<- currently shown
NM_001100168 1 plus strand NE_001083638 1 forward NT_022517 19 GRCh38.p2 View snp on GenelModel

| Clinical Source _ in gene region '« cSNP _ has frequency | double hit | refresh |

(contig mRNA transcript): GRCh38.p2 NT_022517 19 MM_000579.3 NP_000570.1 forward plus strand 259, coding

E7. NCBI [¥] SNP Geneview Report W~ . 7F “MRNA pos” F2 2% [ 5 115 5 S 75 V5 A5 AR 1K)
SNPA7 5 F. #trf LUE T “Chr. position” Hi# “db SNP rs# cluster id” % H %[5 AH A7 £ 751,
S 1 e 2 F AT 0 T
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VIIL. 15 F 40T B O 75 B

A BRAE AT

Following terms and conditions apply to use of the IndelCheck™ CRISPR/TALEN insertion or
deletion detection system. If the terms and conditions are not acceptable, the Product in its entirety
must be returned to GeneCopoeia within 5 calendar days. A limited End-User license is granted to
the purchaser of the Product. The Product shall be used by the purchaser for internal research
purposes only. The Product is expressly not designed, intended, or warranted for use in humans or
for therapeutic or diagnostic use. The Product must not be resold, repackaged or modified for
resale, or used to manufacture commercial products or deliver information obtained in service
without prior written consent from GeneCopoeia. Use of any part of the Product constitutes
acceptance of the above terms.

A R R & R UE

GeneCopoeia warrants that the Product meets the specifications described in the accompanying
Product Datasheet. If it is proven to the satisfaction of GeneCopoeia that the Product fails to meet
these specifications, GeneCopoeia will replace the Product. In the event a replacement cannot be
provided, GeneCopoeia will provide the purchaser with a refund. This limited warranty shall not
extend to anyone other than the original purchaser of the Product. Notice of nonconforming
products must be made to GeneCopoeia within 30 days of receipt of the Product. GeneCopoeia’ s
liability is expressly limited to replacement of Product or a refund limited to the actual purchase
price. GeneCopoeia’ s liability does not extend to any damages arising from use or improper use
of the Product, or losses associated with the use of additional materials or reagents. This limited
warranty is the sole and exclusive warranty. GeneCopoeia does not provide any other warranties of
any kind, expressed or implied, including the merchantability or fitness of the Product for a
particular purpose.

GeneCopoeia is committed to providing our customers with high-quality products. If you should

have any questions or concerns about any GeneCopoeia products, please contact us at 301-762-
0888.

© 2016 GeneCopoeia, Inc.

For Research Use Only. © 2016 GeneCopoeia, Inc.

Trademark: GeneCopoeia™ (GeneCopoeia, Inc.), IndelCheck™ CV-111616
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