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I RSN

CRISPR/TALEN A S04 547 5 DNA XUEEKTZE (DSBs) AI @4l B i Ak AV K i iE % (NHEJ) #HL
B, WX MHLEIE S W A7 DSB AL S 5l NG54, ilid PCR I i X 48 1) 471 12
TP, PCR Y& i BERUE K G 22 T G A AL I 2% A DNA - Cl B A= 289 /i N2k 58 A% #14
RERD, BY SSAR/SAR 2RV ) . X UEEIE K E ) PCR B FAR AN BT ) A C (I DNASUEE IR T7 4%
TR DIEE | JG AT E - o S U0 7= 4 e IR V9 4% K B I 1 A R AN, L B R
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IndelCheck™ CRISPR/TALEN #fi A St & fr 4k & (ICPE-050, ICPE-200) 2 —& il A T ur
DR 21 2 1 L 1) 8 SSORS W00 g B FH PR Al e (0 s 3R R . e B FE T #E 0 PCR A& (TPCR-050,
TPCR-200) . T7 KB ARG | #:0iRX 74 (TENI-050, TENI-200) L2485 PCR v ik 71 £
(1C007, 1C008) . XFAEMATH UL/ # Ll BRIk, 55 =K GELE T A8 50 UE A BH M AL IR 5 3R 1S
AR

B PCR A6k B8 SEIL M a8 1 25 PCR 3871 L 1A . A6 & L FH R 22 vl
T R ANy B FEIR 4] DNA 317 PCR. A £5 1) SuperHeRo DNA polymerase A i 25 e EL b X 1
ROTHVEATY Y, AR PCR =438 M T8 421 v 5 &6 i 1) 22 Al 7248 - GeneCopoeia 12 {1t
# i PCR 59 vh KA Bl -

T7 WO | R R &S T7 RN VTN | T7 IR A VIR | 23000 JF BT U1 2% & XUEE DNA,
SR FC M DI ) S B o AR G AR AL HE A3 PCR M BC U ) 1E XS TR

#L PCR Ze IR G L Solution | & Il 1R se R R, BEXSHL iifr 57 PCR ™ oe b B C 42k i
AR pTSC L, J7 R (i X BEAT I FPAfilE . AR S 32 it pTSC S AR I 5 14 .

RH
AL 11) CRISPR/TALEN IhRESGAIF . Ik Ak 92 v e 7 326 LA X ) A

¥L RS PCR $ ey 9K, e B RE A2

PEACIE IR T7 RXIR A DI | A AR 48, & FHIEXT I, 5+ B
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. &N B K AE A

IndelCheck™ CRISPR/TALEN #HABtRM14A % (ICPE-050, ICPE-200)

T7 BRI IEE | R P Al -

50 [ k74 (Catalog No. TENI-050)
200/ [ Wik Fl & (Catalog No. TENI-200)

BE
50 AN v et S
200 /MW
g 1) S5 N AR
1001 L o pe e e
T7 Endonuclease | (2U/u L) 4004 L Y €] -20°C FrRefeE iz 124 H
100u L e ot e
10X T7EN Buffer 400U L V€ -20°C FREREMEfA D> 12 M H
PF 1 56 R )
_ , 2001 L . o B g e g
Control template & primer mix 8001 L kA% -20°C FREfREffF 2> 124 H

B PCR RFE A WA LA -

504 e v ik 7 (Catalog No. TPCR-050)
2001 [ W iR & (Catalog No. TPCR-200)

RE
50 NV B EFE&A
200
650 L X 2 .
Lysis Buffer NEW 650 i Lx s V€ -20°C FrReteEifrze 124 H
250 1L - e N
5XPCR Buffer 1 m KR -20°C Fhgfoetitfr e 12 4 H
250 v L . . - ‘ N
5XEnhancer 1 mL V€3 -20°C FREREffr 2> 124 H
125 M L Vol 43 o A . N
20mM Mg2+ 500 1L €5 -20°C Fhgfaetitfi 2> 12 1 H
10 v L e o ot s s g
25mM dNTP 40 L € -20°C Frefaetikfia> 12 4 H
125 uL e o
SuperHeRo DNA polymerase ¥ €] -20°C FREf AR 12 M H

50 ulL
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B A PCR SERERFIE AT — Pl A%«

20 MW ik F & (Catalog No. 1C008)
100/ [ v k5§ (Catalog No. 1C008)

BE
20 NV pex T S8
100 >
. . 20 yL . N o
pTSC Vector (linearized) 100 L /€ -20°C FhetaE e e 124 H
_ 100 L o o etk
Solution | /€ -20°C FhgfetsF 2> 121~ H
500uL
2 L .
Solution I b kis | -20°C FhERLE S D 12 4
20 uL e . \
Control Insert 100uL Vi€ -20°C FRER AR 12 M H
_ 20 uL e SO
pTSC_F Primer 100 L /€ -20°C MrefREEfr 2> 12 M H
_ 20 pL \ S
pTSC_R Primer 100 L kA% -20°C FREREMEfE R 12 M H

ERFH: .
W 2R G a1 K B A AL il A AE —20°C .

HoAt g SE R R
LU RORE N SRS T BIE B A 0t

SRR PCR 5[4, Tm 260°C: 5|¥Nikih7#E TALEN 5k sgRNA FE S, & —B2h
500-800 bp 1B, FFMTALEN 8¢ sgRNA (KI8T PR 5 A7 T 255 184 A Beb 2y 100 bp 47 E .
BEVH I N R AT BEA R 5 |40 T8 s e S o B SR A 5 RO S 5 . I N R g
T BB AE 1) SNP A 5 &5 JE R AE 7 41 22 S A o

Ee TN THANEE DR AT 57 WY BT R 3L 52 i I8 IR /T 90 M R T AT L 19 #E R S 7 2 fei
Mo WGFALSIY R 77— 1 1K, S IE LI 7T 7 BEA7 77557 B i) ki PCR 5119 bz 4
VIGFERNIL T, I AT ES-FEL TT 2P A LB 71 1 BT HEXT IR FEAR I KR L BT R 4
FELLRENT 26 T R TV SNP (75T H HEH AL 2R

*GeneCopoeia HFEHLHE fKs 5+ PCR 51#% it 56 k55

ddH20, i G £ F vt i s K BRI ) HoO o il g s K1 B P A FA IR 2800 I 2 i VS el . V5
Yl RES X PCR =4 T4k
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IV. SER DR

: REGERA
V YR . DNA (FJi%&)

. 3 Ll

MRE =Y a2t I RIZH DNA |
HEATHE /R PCR

1l 1l
RSB K ¥ pTSC #Hifk
1 B 1 B
T7 RN TIE | . :
‘EW Ve AN i
i B

FEYI YK & i
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IV. S DR

FK A IndelCheck™ CRISPR/TALEN #i At 2 Al 4 R 46F CRISPR sgRNA 5% TALEN
XYtk PR8I R DS R R 5 .
B TAERT— T s SR P R CAAE, AT TS PR AL R SR PCR 514tk FSEIOAE i e TR 51
RAAESE T L R ATE P20, R PCR 50 By D) = Wik (746 -20°C , E BT H T AR T
N SEG . T SR R

FRATTE AT AL T A P P A A7) s i 36 £ B A ) SRR AT BH P R PCR. 1% PCR ™ M REAE
iR 3R K A R DL R R T I U A7 S of TR

1. 519t
1) #05 PCR 56 Tm {i N A& T62°C.
2) AEUAF RS, § PRI NN R 2] 500~800bp.

3) WitsIn, N atil CRISPR sgRNA % TALEN (#8947 il 2 PCR 3748 2= 4 (f) #
2100 bp. XAEREMIBED =11 47 B e 45 3R ) T IX 4% o

2. B
L ik RIEER 4] DNA
a) WEAM D TRL ~108 M) .

b) FEEEFE M I A R R 41 DNA, - BAK AR IO 6 A8 7w e it 1) 5 50 0 SRk
1To HITRIEDRIZ] DNA W0 22 /b 25ng/ v Lo

® ik 2. RfRAM
a) WHEMMEE LT, 3000 rpmA A ENLS min, NOZERE BRI IR
b) fIA300r L1 X PBS, Ak FTH AL, 3000 rpmiA % &L 5 min, /N>
1 W

c) JIA300u L1 X PBS, HM LW HIXREFAMM. WERFETE, WEX—D
F PBS & N 4 41 o g4 T . 3000 rpmyA R B5.005 min, AT REHE R g
CGREE) o JUETH I T 240, sifitifi T -80°C.

d) hnA25u L Lysis Buffer, 65°C & 15 min, 95°C K510 min, & Tk L.

4= _Lysis Buffer /178 (/1 w8 i] fRAGH ML H A TT 1. FlTE# K AF 25 vl
/9 Lysis Buffer Z44# 50,000 % 5 X105 N0/, 477471 96 7L#K
WAL TGN, X AB0-100 uL Lysis buffer. 4755447716 71,
BB 9900, 7 A 200-600 1L Lysis Buffer. 247 #4718 >
1 kb [17/1 BT, Zel T A KFRFHT /7] 740 min, [HEAE & 1h.

THA Z RS G ST A i BRI N T o] LUK GG 7 T3, Hom 2
M2 LIttt -80°C  HE AT
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e) 12000 rpm % 2.0 1 min.

2 WIREBL ST AT ERYY, R 55 LU LR
— PR EH, T RSENA 256 1L Lysis Bufferth 7750,

f) LA PCR K& M A1 R 2t AT PCR. A1 R T LUAES °C T ffiA7—
Fi, BiAE -20 °C MEAEOT, HET M.

3. B HPCREF=YAb B
1) ;5 PCR

a) MIRMUZERIZ DNA E#t4T PCR, 1527 N RELHI& A4 ks 7+ PCR 5141

PCR Jx WAk %
il Jiih-—+
5X PCR Buffer 5 L
5X Enhancer (optional) 5 uL
FEKZH DNA 50-200 ng
5 PCR 514 (5 uMD 2 L
25mM dNTP 02 L
SuperHeRo DNA polymerase (5U/uL) 0.25 L
20mM Mg2+ 25 uL
ddH20 hn# 25  pL

B 25 pL
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b) MY 24T PCR, 15525 T R RLHIE A HE %5+ PCR 514 PCR

VAR FR «
415}
5X PCR Buffer 5 L
5X Enhancer (%) 5 uL
4 1o A7 4 1" L
# PCR 514 (5 uM) 2 L
25mM dNTP 0.2 L
SuperHeRo DNApolymerase (5U/uL) 0.25 L
20mM Mg2+* 25 L
ddH20 & 25 L
Final 25 puL

* W HPCRY IS FE AL, 15 B B IR AR, R B I W 7
BB 2000 FET . P14 HT1080 M 7 % — 1k, W#F-1~ PCR /&)
HFGL i 2D 1000 1 FEEHM ;412725 T B RERE | T 775 T e 1 457 »
— I 2910,000 PN ERFE AT T I o

I XHE PCR MK i H MR 3.

o) LI PEET PCR:

94°C 5 min 1 cycle
94°C 30s

58°C 30s } 35 cycs
72°C 1 min

72°C 5 min 1 cycle

2E: PCRN g g HA P IEGIHY 51l NV R B AE/T e (RACHT DNA K5
W, LI PCR AT GIANITEZE . FFI7HT PCR 2 187y if N ZE L I Je i iy EL 7% /77
1ETT Blle /LU | BELTHIIE Y -
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2) i PCR W RS g B 4, nl LU A [Pl 2 Ak /M IERfIK) PCR )46 . 1
LB 2 7 gy AR RIS A AL 7 A AR S - M e D 4 2R

4. fREEFIIR K
1) BEHILL R S BAR &R«
DNA (>25ng/uL) 200~500 ng
10X T7EN Buffer 2 uL
PR YIN =19 pL
B 19 L

UnfEs A ¥ = GeneCopoeia fe i (K1#E i PCR W, FIAE A BT Y S BiAR &R -

RAAith ) PCR =4y 200~500 ng (5~19uL>
AN %19 uL
Total 19 uL

2) A E LIRS
3) £ 95°C In#A 5 73t
4) WFEES ) PCR P40 H1 & s iR K .

5. T7 &R A VIBg | BT
1 BRI A w LRy 207w L T7 1 N VIR 1.
2) 1 37°C ¥ 20-60 73 fi.

6. HER Yk T
1) RN AR R I 1/10 /AT K110 X loading buffer [with 0.1% SDS] Jf-i#%4] .
2) KB R NAR RIRAINE] 2% agarose/EtBr i IFLH, 7 TAE m{ TBE ZZah i b itk
AT HLIK

3) TERARFE S UKIE L F I 100bp DNA ladder (#M01010A) —ieHife, 1EHN 4w KK
Z M. 5 Viem — 11 Viem BT K, 2R 7 3T 8% BB KR 2/3 Ab.

11
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1 234 M T7 iR 1B | B

NROB1

B 2. T7 BERATIEE | Kl

VKU 1: WIMEN AN PORY =40, T7 MR by
| Hsb).

WK 2. FAYEXIRANI ) PCRY 144, ReMl].

WIE 3: SLIRALNER) PCR ™), T7 &ZMNVING | 8] .
B UIH g Rl Il 3 4645017, 1 45 RPEMH) PCR 9
BEPAE, 2 MDA KT (LU .
WIE 4: SLIALNEH) PCR 4, R&4WEI

VK1 M: 100bp plus DNA ladder (#M01010A) .

7. WFRIE (BB 3)
) 2% RIS ATHE A 7+ PCR 4 Solution | 14 % :

A PCR™ ) 0.1-0.3 pmol
Solution | 5 L
ddH20 iz 10 ddH20
Total 10 puL

2) 37°C Y 30 738, 75°C i 10 73

3) A 1w L BAARIPEE 2) W, FIA9 L solution Il, JREI4],
16°C I W 30 438 CEKEBEIN TR AL

4) W 3uLERLE 3 BRMNMBIMA S 100w L DH5a &2 41114, 7K 30
iRz

5) 42°C In# 45 BhBlE, FHIKA 2 708
6) A 400w L SOC 8577k, 37°C #ikihize 1 /Mt

7) ¥ 6) hiE S AX-Gal. IPTG. AmpHIL-Bilg s a5t FiggE, B
Wk . HEAt. W0 ET,

8) ik A (V& IA N (EPCRIEMIA B P 8 A v Be iR/

12
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VI. SESERENT
BELI ST SR EARAT

IZEEIS Ut i NANIbE S
il

AT )
g

WU R LR A e
BRI I i

BEUIA3 2 DNA 277
K55, TiEEH

PCR ) 53 4 729"
F

T7 R%IR W VI | 5 PR

AN TE A B Bl D) S 2R 5

S TR A

BRI BCRAE

PCR 5|\ 584

Rt DA 2L A8 1 K B P %A

FFE) DNA B4 2

« JZIEzlitk PCR 4, #itrfEH T HED)
[¥) PCR §"884 W) 2 4% i 50— (1 COLPR 1)
Kl 4)

« itk PCR 5191t 8t
ALPCR W 4

o SR BH P o) FE At O A B BT PR 4
TELEREY) SN AR RS0 MnCl, &R N
10mM K80 T7 #%8 W VI8 | 055k .

* RIS B DR R AR 37°CLHEAT N o

o SRS D)RONGEIE 1 SN

TERKA T BEATRARERTIR K o 1k S NAR 2R B
KU AR P -

FERBURKE K1) PCR SUMAT AR EERE K,
2 LI

(1) 95°C 5min

(2) 94°C(-2°C/cycle), 10-20 sec

(3) 93°C(-2°C/cycle), 10-20sec 2k )& 1] £
step (2),34 cycles

o HIIRAEFE AL PCR ] R R B DNA R &
(53

o WERATREMIIE, THRE AL 24 g i

SRS Canse ik Bri) CRISPR sgRNA
5 TALEN) .

* {RIUE DNA EAFRAERIR BT L. Beoth,

TOREE D UKIE ) PCR %) DNA _EFEEATSE.

13
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B AR A

55 3 26

fi 2

PCR &AM

PCR AR S A

A se s

PCR 5| it A

PCR &AM

PCR 5|8t it At

K% DNA Z4 1

PCR AR 5 K i

K% DNA B4

© OHTEEAE TS, iR GC HART 40%,

AEFAE PCR R NAKR BN 5XEnhancer.

o FREUIFAIEIEIRIZ] DNA SR B L Hhfs S AR

W):EO
« ZEIN Lysis Buffer iR figf 2 PBS,
TEE R 1 PBS & H % Lysis Buffer.

o PEZMRANPOET, A afn BRH HOb S Am o v
st S Ao, AR 40 M E H 3K Lysis
Buffer fJ4A&F .

o KA1 A IE A UL OB

o BB KR ERE I Tm i 5 0~5°C.

s AR, HERGFERERSS.
WA 2, P51 AR A

« ¥4 DNA 400 H & 2] 0.2 uL(1U)

o FRABGREE BRI 172 EEFEAL, &
f#PCR.

« 5 DNA R4 H &= 2] 0.2 uL(1U)

14
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VII. 3%
1. ff/ IndelCheck™ Kyilj{#A R LT CRISPR sgRNA =k TALEN 37435

(B)
+ T7 I
-— ) A NR4A1 775 428 347
. B ESRRA 791 267 524

* & 3. AKEEZDNA PCR =41 T7 RN VIEE | 5 1)
GiF. XHAAN ) MIBEDIEERN AT KRR A&,
Xof B B DI FSE 41 PCR 774, #3447 Control )5k
KA (+) , BEDISTR WoR M AR BURLA5A . XN T7
IR A DI | B5U01K PCR ™)

2. R E s I A AR A = B 45 R

H B3 T7 BRI | B4 R

NROB1 429 bp 127 bp 302 bp

& 4. BB sk SR 2 PCR =¥ 5 R & 44k EE )5 PCR 7=
YN L .

WK 1: BRI PCR 774, T7 &R N DI | B 1) 45

VK 2. I PCR P24, AKlEY)

VKIE 3: ARLLULE PCR ™, &Rtk 1 4cat, T7
BRI | BiED) 45 2R

VKIE 4: RA4LiLi PCR ™Y, AR by 84510, Ry
1

VKiE 5: 100bp plus DNA ladder (#M01010A)

15
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B
1) Xt PCR
a) 2% T RHES X PCR /A&

5 X PCR Buffer 5 pL
5 X Enhancer (optional) 5 puL
Control template & primer mix 4 L
25mM dNTP 0.2 L
SuperHeRo DNApolymerase (5U/uL) 0.25 L
20mM Mg2+ 25 uL
ddH20 na 25 L
J5yuy Al 25 L

b) fi# ] LA T ¢ dt4T PCR:

94°C 5 min 1 cycle
94°C 30s

58°C 30s 35 cycs
72°C 1 min

72°C 5 min 1 cycle

2) i AR K
a) i GeneCopoeia #l fi PCR A &4 14 Fr S (1= Wi Al H an Mk & -

KA PCR =) 200~500 ng (5~19uL)
TAZ IR K NE19 L
Total 19 L

3. ffF control template & primer mix #47FHYENT R X PCR K T7 BRI UIEE | Ky gl iy s2ie

16
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b) REIFELEN.
c) fE 95°C ik 5 7rfits
d) KRS ) PCR UV A1 2 % IR K.

3) T7 RN IS | i1k
a) A 1w LIRER 2U/u L (T7 NI |
b) 7 37°C [ % 20-60 434f.

4) B HIK T

a) {EREANEEY) NV AR R F I 1/10 48110 X loading buffer [with 0.1% SDS] Jf:
RAT.

b) 2K ] Ak RIESWINE] 2% agarose/EtBr IRIL, 7F TAE B TBE 221
WP AT HLK

c) 1EEARFE S KE AL A 100bp DNA ladder (#M01010A) — 2 ik, 1Eh4
WM Z I AEHS Viem 43T ik, B 2R 17 108 2B L1
2/3 Ab.

B 3. PR T7 B A DIEE | A

Y& M: 100bp plus DNA ladder (#M01010A).
VK 1: RA LIPS PCR P4, K1) .

VK 2: KA BH X PCR =4, T7 BN | i
VIS

=
papiiEl 520 180 330

17
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4. f§iF ¥E 5 PCR SEIERAIA 1 Control insert 347 B %% F 52 e 1 SE P B8
1 5% FRICHIE A AT PCR P #)(f)Solution | 14 &

Control Insert 1 L
Solution | 5 uL
ddH20 %10  ddH20
Total 10 uL

2) 37°C LY 30 73 #1,75°C i 10 7%

3) A 1u L BARBIDE 2) i, FInA9u L solution Il, A4,
16°C W 30 70 CGEKIERE ISR AL

4) W3uLARPE 3 MRMNBEIIAZ 100 1 L DH5a 25404, vk 30
I3k

5) 42°C findk 45 Fh4f ), FUKEG 2 2048,
6) A 400u L SOC K:7#dk, 37°C #5597 1 /NI

7)) KbBR 6) hESHX-Gal. IPTG. AmpltL-BillE s gtk Fiegs, BRih
B, WA, R

8) Pk F (R VAIRMN (B PCR EHINEAR i A BUW KRN

5. pTSC H&A5| W8 (FERAMERED -
+ pTSC_F: 5'-ttcacacaggaaacagctatgacc-3'

« pTSC_R: 5'-cagggttttcccagtcacgac-3'

6. BHMFFIPFER GRHERRMD -

. IE 514
RV-M: 5-GAGCGGATAACAATTTCACACAGG-3'
M13R(-48): 5-~AGCGGATAACAATTTCACACAGGA-3'
PQE-F: 5-TGAGCGGATAACAATTTCAC-3'

. Bl 5 14
PMAL-C2X-R: 5'-CTGCAAGGCGATTAAGTTGG-3'
M13F(-47): 5-CGCCAGGGTTTTCCCAGTCACGAC-3'

18
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4. FRALK T ERREAKISNP LR

W LB — UL BRI DA PP, — N ICRARER, 5 —SRECR. WA

DURI RIS PP A — 20, AR AT ] BEAE RSNy s A7 A1 SNP sl bk 2E A8 % . JEAh, 17450
SLIN G PS3 HH AT KRNI RAR . I BI AR AR FAPEXT I, AEAAE 2 I R AR K thAT W] g
A TT IR A DI | AT DADJRIARRC . It A A BA T E AL BEHHE A PCR S 38T A (1) SNP

A
715

FRATT 5 2RI AL BT 514 S AT AT 07 S 560 7 56 SR ECS e P 1) 40 M AR R PR AL B i 51U UL - NCB
PR RIL PRI AL SNP A7 nifif B2 . BATELESR AN ZE A D BB o

OHFEFR LR
1. 1E Gene B¥s el FIE R Z AT R . WIS CANSERISF S MR, 154 LU J7 NN
tpo[sym] AND human[orgn].

& NCBI  Resources ¥ How To ¥

Gene Gene v ’CCRS @

Advanced

© Filters activated: Current only. Clear all

Gene

2. mdHREH KRN,

Gene v ||CCRS5|
Save search Advanced

Display Settings: (v] Tabular, 20 per page. Sort by Relevance Send to: (V)

Did you mean CCRS as a gene symbol?
Search Gene for CCR5 as a symbol.

Results: 1 to 20 of 411 Page |1 of21 Next> Last==
© Filters activated: Current only. Clear all to show 417 items.
Name/Gene ID  Description Location Aliases MIN
chemokine (C-C Chromosome 3, CC-CKR-5. CCCKR5, 601
ID: 7232 motif) receptor 5 NC_000003.12 CCR-5, CD195, CKR-
(gene/pseudogene) (46370142..46376206) 5, CKR5, CMKBR5,
[Homo sapiens IDDM22
(human)]

19



IndelCheck™ CRISPR/TALEN i A fift R Al 44 %

3. A4 Links £ H % "GeneView in dbSNP". 1 51 [ B4 HH I e, %L R H
HI&A 2A) SNP A o
4, IR R NI, nT DU R A A4 by H S B Variation , R A it D RERE
F| Variation Viewer %% GRCh37/hg19 i, GRCh39/h38 J¥:5#{#4, & 1000
Genomes Browser, ClinVar F1H A5 £ i% 10,

CCR5 chemokine (C-C motif) receptor 5 (gene/pseudogene) [ Homo sapiens

(human) ]

Gene ID: 1234, updated on 17-May-2015

~ Summary

Official Symbol
Official Full Name
Primary source
See related

Gene type

RefSeq status
Organism
Lineage

Also known as
Summary

CCR5 provided by HGNC

chemokine (C-C motif) receptor 5 (gene/pseudogene) provided by HGNC

HGNC:HGNC: 1606

HPRD:03223: MIM:601373

protein coding

REVIEWED

Homo sapiens

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi: Mammalia; Eutheria;
Euarchontoglires: Primates: Haplorrhini; Catarrhini; Hominidae; Homo

CKR5; CCR-5; CD195: CKR-5; CCCKR5; CMKBR5; IDDM22; CC-CKR-5

This gene encodes a member of the beta chemokine receptor family, which is predicted to be a
h Thic tain ic ad

couan b toin cimilarta (O tai nlad 3

Table of contents
Summary
Genomic context

Genomic regions, transcripts, and
products

Bibliography
Phenotypes

Variation

HIV-1 interactions
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"SNP linked to Gene (genelD:1234) Via Contig Annotation

The SNP GeneView page only reports human variation on GRCh38. A new Variation Viewer is available to view the gene CCR5 variations in GRCh37p13 or
GRCh38, and will replace SNP GeneView later this year. Please visit the Help Page or YouTube for available features and send your comments and
|suggestions to NCBI helpdesk.

rs# on all gene models to Batch Query all rs# to file.

| Gene Model (mRNA alignment) information from genome sequence L)
Total gene model (contig mRNA transcript): 2

mi 1 o
m B |

NM 057.3 plus strand NP_000570 1 mard NT_022517 19 GRCh38.p2  <- currently shown
NM_001100168.1 plus strand NP_001093638.1 forward NT_022517 .19 GRCh38.p2  View snp on GeneModel

|| Clinical Source _in gene region (¢ cSNP | has frequency double hit | refresh

gene model > . mma i
(contig mRNA transcript): GRCh38.p2 NT_022517.19 NM_000579.3 NP_000570.1 forward plus strand 259, coding

El4. NCBI /] SNP Geneview Report TH/RH]. 7 “MRNA pos” 275 i 4 140 w5 & 5 ¥ AE VB R 1)
SNPA7 5 F. #trf LUE T “Chr. position” Bt “db SNP rs# cluster id” % H %[5 AH A7 £ 751,
BRI 25 AT R
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Following terms and conditions apply to use of the IndelCheck™ CRISPR/TALEN insertion or
deletion detection system. If the terms and conditions are not acceptable, the Product in its entirety
must be returned to GeneCopoeia within 5 calendar days. A limited End-User license is granted to
the purchaser of the Product. The Product shall be used by the purchaser for internal research
purposes only. The Product is expressly not designed, intended, or warranted for use in humans or
for therapeutic or diagnostic use. The Product must not be resold, repackaged or modified for
resale, or used to manufacture commercial products or deliver information obtained in service
without prior written consent from GeneCopoeia. Use of any part of the Product constitutes
acceptance of the above terms.

A R 2 RIE

GeneCopoeia warrants that the Product meets the specifications described in the accompanying
Product Datasheet. If it is proven to the satisfaction of GeneCopoeia that the Product fails to meet
these specifications, GeneCopoeia will replace the Product. In the event a replacement cannot be
provided, GeneCopoeia will provide the purchaser with a refund. This limited warranty shall not
extend to anyone other than the original purchaser of the Product. Notice of nonconforming
products must be made to GeneCopoeia within 30 days of receipt of the Product. GeneCopoeia’ s
liability is expressly limited to replacement of Product or a refund limited to the actual purchase
price. GeneCopoeia’ s liability does not extend to any damages arising from use or improper use
of the Product, or losses associated with the use of additional materials or reagents. This limited
warranty is the sole and exclusive warranty. GeneCopoeia does not provide any other warranties of
any kind, expressed or implied, including the merchantability or fitness of the Product for a
particular purpose.

GeneCopoeia is committed to providing our customers with high-quality products. If you should

have any questions or concerns about any GeneCopoeia products, please contact us at 301-762-
0888.

© 2015 GeneCopoeia, Inc.

For Research Use Only. © 2015 GeneCopoeia, Inc.

Trademark: GeneCopoeia™ (GeneCopoeia, Inc.), IndelCheck™ CV-111215
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