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Genome-TALER™ A 2% AAVS1 Safe Harbor & Kl ANk )

. BARfEN
47 A L BRI 14 S 0

ML AE G AR E R R A s AN H AR DRUREC A aE A DR, 0 3k DR A A T e —— X TSI 36 4
TRE A BRI o 203 5 DA s 1R A B AE B ST T 98 R D D REAIE I B R AR R B A1 23 A v 43 16
HE TN T HTAT I LN AR T N R DA D R (1 P SRR S, [ I R B N DA
L A DAL AR 7 DR 7 A B e o A, REATLE 5 PR B AR DR 2l R AN R SRR 4 A\ R AE
R B o

TR B TR R R N FER A E— AN C AN 2 A 5. AAVST 785 (XUFR A PPP1R2C 7 45 1
F AR A E19 Tk, 2 ANEILIIE. BEFTRE N DNA J BEFEATIREN) “ 2220”47 8.
A BRI G AR G, RELRUE B NIE DN REME IEH % o D AMR BT — R AE AT A5 3
NANIE H R B i e 2 40 1 elAE A

GeneCopoeiaf fit (I # [i] AAVS1 7 25/ TALEN 5t CRISPR-Cas9 A& & gk 8y 4] AR 195 et
£ F i AAVST 7 2, ZEDNAXUEERT S (DSB) , fil X DNAR HAR BB, iS4 A5 AAVST

A DNA sekgz & AERPEEH (HR) , BAtAsglE L1 DNA R B #EG RE R4 B safe
harbor fi7 /.

= AAVSL fim €

ges--- EE-Q)-mm -

AAVS1 TALEN

ﬂ osB

ses.- IINNNNEE W -
ORFEINTIE
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ORFIEEA AAVS1 (& @ HR

ses--- S ) IR e () 2 D T -

1. CRISPR-Cas9 /3 t) A% AAVS1 safe harbor & Al A Jsi 3 5]
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B

ZERY
HE [ ASRIEDNALAAVS i i ff)safe harbor Ji M RE R UEFE ANJE N 0 IE 3 ok, G AT R AR
e

FEREL N
RS AAVST £7 5[] CRISPR-Cas9 415 DNA WAEW 2L, FHARUREH, (EF AR ss
it AAVS1 safe harbor {7 /i .

HEHEKFRIE
#2171 AAVS1 safe harbor 47 i (55 D R BE DRAE SR DR LU #5 DB T S0 5 21 H Rk I AL
B DR NSRRI BT A B KT, NI TRiAL T R, thie o T 43 R RIE IR

ORFRENEM
A #E20,0004 400 1 BAIE () A 23S ORF R B -6 N\ L DA A R4 o e ¥ o

TALEN HAR &4

B SBOE TR P AE RN, T (TAL effectors) 1 [H] &7 —NE S Xk, 12 X 48 HH 29 34 R SE R 1) 52 Pt 4L
o FEANTEE TR IELIR T A AT, B T S0 A 307 A P AN S LR vl AR, R P e ] AR
FINE LR (RVD) o TALEH44IE T RVD UL DNAKE & ERiREL, W~ ——XNoE&R: Nl=
A, HD=C,NG=T,NN =G & A.

TALZY. T E )32 N FH 40 ) JE R A g T L0, T S IREE . e 36 R Tk LA T BE 1 457
Wk e, MR AR N DN (TALEND | RIS 4 K1 (TALE-TFs) B3 Hofh 5 R A& 4
H . TALEREG & (10 R TALERE 5 SO IR 45 A de R L 0P ZU 3R T JE R A G 8, G 56 DT R o3
N (S ARG, FERAAEMG . e DR e St sl 4125

GeneCopoeia Genome-TALER™ A 2% AAVS1 safe harbor ZE s A\ RFNE& Lk HE H S5 %1,
W TALENASIFTEEL (HR) &NV, KR H MR Jikbric s s L R 1 484 2 N KR
195 Q0K L IJAAVS1 safe harbor{y i, AR ARERIKH). Feog kL. FAYEE4 (HR) 2 —
FIDNAM HARE S HLH . TALENEZRREGEE 78 U] AAVST 7%, L DNAXUEENTZE (DSB) , #ik
B S5 HLADNAZ TR I RIJE 4L (HR) &
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0. A5 P A R A B A A

Genome-TALER™ A% AAVS1 safe harbor ZEFERARFE (A& AL4E# 4, Cat#t SH025)
Genome-TALER™ A 2§ AAVS1 safe harbor Z£Fm@i AR 7|l E——Purodi s # & (Cat# SH029)

SH125 AAVS1 TALEN 10 pg 500 ng/uL Fihisk . -20°CHEfE.
YU ,

SH200* %AV& PASA—PuUrOIL 46 g 500 ng/pL FIRIEH. -20°CHETT.
AAVS1 RFP BHI‘%X*E@{%W% MR8 o

SH308 b Purobitk 10 pg 500 ng/uL FERIEH . -20°CfA7
, . N 200 M Jx N o

SH400 5 HR BAE5 414 % 10 uM FEiRiEH . -20°ClEfE
y y A 200 /I\}i vH 35S EA o &

SH401 3 HR BAE5 |44 - 10 uM FEiRiEH . -20°CHEAF

* SH200 H i SH029 X571 &t fit

i AAVST 2l AT TALENFERE, LA AAVS HEAA0] B A i 52 [ B 58 A0 9 e 11 2F = 2 v
LHDr. Jizhong Zou ¥ it

(A) TALEN . ft4&# 4k K BH X B4 70 e R

AAVS1-R

AAVS1

Left TALEN Right TALEN

bGH poly-A bGH poly-A

bGH poly-A P

SH308 I

B awe [ puc o (3

AAVS1 HA-Left AAVS1 HA-Right AAVS1 HA-Left AAVS1 HA-Right
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Genome-TALER™ Cas9 A% AAVS1 safe harbor %K AR5 &——Purofitt: (Cat# SH037)

SH125 AAVS1 TALEN 10 pg 500 ng/uL Fihisk . -20°CHEfE.

SH300 Qﬁ‘r\(/)31 Cas9 A RKE-CBh- 46 o 500 ng/uL HIEH, 20°CRiT
5 HR B1E5 | Y40 G—EFXf 200 1Mz PEPEIN AP

SH403 Casd i A 5 I 5 10 uM B K. -20°ClEfE.
: : A 200 % e o

SH401 3 HR BKiE5 14 % 10 uM HIEIBHT . -20°ChiETE.

(A) TALEN X Purodift Cas9 ROSA26 safe harbor B A 7 &

AAVS1-R

AAVS1
Left TALEN Right TALEN
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Genome-TALER™ Cas9 A& AAVS1 safe harbor [ \ X7 &——Hygrofitt (Cat# SH038)

SH125 AAVS1 TALEN 10 pg 500 ng/uL Fihisk . -20°CHEfE.

SH301 ﬁg‘;/r? Cas9 A RKE-CBh- 46 o 500 ng/uL HIEH, 20°CRiT
5 HR B1E5 | Y40 G—EFXf 200 1Mz PEPEIN AP

SH403 Casd i A 5 I 5 10 uM B K. -20°ClEfE.
: : A 200 % e o

SH401 3 HR BKiE5 14 % 10 uM HIEIBHT . -20°ChiETE.

(A) TALEN X Hygro itk Cas9 ROSA26 safe harbor &\ 7% &

AAVS1-R

AAVS1

Left TALEN Right TALEN

bGH poly-A bGH poly-A

AAVS1-HA-L
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Genome-TALER™ Cas9 A 2% AAVS1 safe harbor Z K N iR &——Neodith (Cat# SH039)

SH125 AAVS1 TALEN 10 pg 500 ng/uL Fihisk . -20°CHEfE.

SH302 Q':‘XQ Cas9 A RKE-CBh- 46 o 500 ng/uL HIEH, 20°CRiT
5 HR B1E5 | Y40 G—EFXf 200 1Mz PEPEIN AP

SH403 Casd i A 5 I 5 10 uM B K. -20°ClEfE.
: : A 200 % e o

SH401 3 HR BKiE5 14 % 10 uM HIEIBHT . -20°ChiETE.

(A) TALEN & Neo itk Cas9 ROSA26 safe harbor EiA T3 [&

AAVS1-R

AAVS1

Left TALEN Right TALEN

bGH poly-A

3flag bGH poly-A

(s ncass _ [us( =P er1a )

@ SH302

' AAVS1-HA-L

AAVS1-HA-R
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(B) EF A RIFEPCRE 4 &
5'F 314 AXEERA AP i

GFP T2A Puro

5'R 3|4 3'R5I{n

1.1kb—— ——1.2kb —

2. Genome-TALER™ A 2% AAVS1 safe harbor JER i AN fi417.  (A) AAVS1 CRISPR-
Cas9uil, (RHBIA LB RS AR (B) SR ASUEPCRS 41 7«

FoAb BTG L BAR

1.LBLUIRHE RS R B BB AR RS 97 3, Bk 50 pg/mii) RARE .
267140 M IR R BAH O R A0 RS IR A B

3. H 4t i S 2 e 55 1 FEAt R e 15 7 5 B 7]

4 B A IRecA- X EndA-BLE. coli/f 32 25 4l il .

5. ZaRE . S IR M E R H ID-MEME; 75 3E  (Invitrogen, Cat. # 11995073)
6.EndoFectin™ Plus #4471 (Genecopoeia, Cat. # EFP1003-01/02)
7.Qiagen EndoFree JC /4 #5 3 iUk KZIRF & (Qiagen, Cat. # 12362)
8.Qiagen DNeasy [l 412 DNAYEHUA R (Qiagen, Cat. # 69504)
9.iProof = f- ELDNAK 7/ (BioRad, Cat. # 172-5301)

10 B4+ 1% CInvitrogen, Cat. # 16000036)

11,558 £/5% % (Invitrogen, Cat. # 15070063)

12 J§i% [ #-EDTA (Sigma, Cat. # T3924)

13 A — TR AN, SRA A U Bk R S8 (WiLonzalfiNucleoFectorikInvitrogen(fiNeon FL % 5
45)
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. SRR
(A) (B) ot

I 1
bGH poly-A Puro Red Fluorescene Green Fluorescene Phase contrast
( exposure time: 0.6s) ( exposure time: 0.6s) ( exposure time: 2ms)

RFP PHTEXIER

Conltrol

H ANP ( pUC ori G—( r !

AAVS1 HA-Left AAVS1 HA-Right Red Fluorescene Green Fluorescene Phase contrast
( exposure time: 0.6s) ( exposure time: 0.63) ( exposure time: 2ms)

AavsTR
Al  TALEN
" bGH poly-

124 | Puro PSVEGEAN " HAR

- -—
5'R 5| 3'R3I4n
| 1.1kb— - 1.2kb—
(D) & 4. ANKHEFZH AAVS1 safe harbor 2
A o

AR e e G NZRHEK293T 52 25 41 Ml o

bp

2000

o (B) Qa8 NI, 441 10HA15.
2000 BC 2B 6 7L, HI1.0 pg/ml 34 & A 75 25 1F
1500 TIM Ik % B Tl AT W G ik . g
1950 DC-RFP-SHO1 %} AR AL A H 4l /b B 41 i
luOu (C) (D) W51 & Xt [F YR B 4 E A 5
750 BATY 48, BOAE I & T .

BB RIS WPCRESR

(A) T6FLHTT I AAVST BHITE X Ak 14 ik
DC-RFP-SHO1 (800 ng) 5 AAVS1 TALEN Jitki
X (3$600 ng)  JLAL Gl L] AAVSA [T IR
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IV. Safe Harbor 3t K i A\ 2K b0

£ ME. coli 31 Fht
G PN BUE B

!

BEHRERREDTH
SH200 # {4k
(AT )

!

TALEN /S AAVS1 safe harbor
FEE A

| |

AAVS1 TALEN T [ M7 fii N\ 5 [
pasz 3
CHR B B A

1

2407 oA B Ak AR R A A T
HEARDNAR 5[5
CERZVAEBUD D)

1

7 e R

1 ]

WIERVAESA (HR) 41/fl:
AL T PCRIH 1 B 7

|

Southern B[z yLHERR AL & b [
(RN SCD 8D

i

AT A0 I ) S A A
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V. K@ B

A. SR

T T 7 5 PRV i S T S ot DRI 2 i T L TR AT 1 o Tk 4k 7T 44 ] RecA-FIEndA-
T E . colilk 32 A4 I UL RS FiT T 1% 82 A5 IR bR 5250 4 1

AR G BORE I 5 A Y 25 0 B 028 R KB RILB R A s SR 5 P4, H150-200ul 64k 12 &5
AHLERA . KT ARAEI7C NI H LA, s B vk R 21 49200ml, 50 Mg R (LB IR 3L, A
7°CHmE . MAEETR)G, ] 2N 75 R ORI DNA K & SR U A G USURIDNA .- A& JIORE 1 5T
PE AP IR L PR

DR RAUEY R OB e R, FATT A IS0 A P B A4 P D7) e ) 5 I P A T S

LRI

SH125 Kanamycin 50ug/mL
SH200 Ampicillin 50ug/mL
SH308 Ampicillin 50ug/mL
AT SH200 #Hifk - I ORF R be Ampicillin 50ug/mL

B. {8 H B K 7w 2% 5 SH200 H ik
1. B

1) R BAR ORI TR SR I FiBE 21 10ng/uL.

2) SEIGAH KON IRALRE S EBCE. 10Ul SRR VAR R
17
1.0 L gt SH200 =% [ 2544
7.0 uL DNA Jfi A\ Ji Bt (~30-50 ng) mlati /K 1 X}
1.0 uL 10 x T4 DNA ligase buffer
1.0 pL T4 DNA Ligase (40 U/pL)
10.0 uL BR NARFR

3) RNAARZET 25°C WE1-2 /NI (FhimiEde) BE T16°C Wa IR CrmiEsE) .

12
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2. Hfk

A5 FH B2 25 20 M B Bt I AR AR B AT b o BN N AR RIEAT#e AL, IRE TN B EIR
FRERDUEMILBEE BB TR (B2 S A ML A ACR 22 /0 N IE 21X 10956 V& /ug
pUC19) .

3. AR A v R

1) S MRE AP 25 1R SRR R BV B e 5, AR P AR B LR 10 54> Bl B 2
2) il S Am AT B g 5 1 ) I PCR RN B«

s

0.1 uL 1L 5 PCR 5|4 (5pM/uL)

0.1 uL 1L 3'PCR 5|¥) (5pM/uL)

0.2 L 2 yL 50 x dNTP mix (10 mM of each)
2.5l 25 uL 10 x PCR J N.Z&
21.9 uL 219 pL AN

0.2 L 2 uL Taq DNA AT (295 U/ub)
25 uL 250 pL AR

3) W RV ERERS), FFPCREE96FLIEEAL 53424 L.
4) HRKERE SR BRIBCE B RIbRIC B S PCREN AR RIS, RERvR— L4
5) LI TR A TPCRY™ Y

94°C, 4 min 1 cycle
94°C, 0.5 min, #&J568°C, 1 min/1 kb* 25 cycles
68°C, 3 min 1 cycle

* RITPCR™ KL e FEAH I

6) I5uL PCRECN™H, 1 X TAEZ: M 5 EBriv1.2% B el RE AT Ik, 70 9F
T IERAE N SR

4. NG M2 5 RN HER DU LB RS JR L P A7 IES I A BB PR e, IFAE37°CH IR
Blo U 2 A B 32 TR 2L BT SR BRIBOF2UAL BORE . RTEFEI P 265 5 1 A B o

13
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C. #Ja) AAVSA fif ki) EE PRI2H %48 TR o b R A e ki 4

1. L H AR R SR 251, AR N FLAN IS 7R R FL# A1 £1100,000%1 300,000 5 4 4L 4
o SR N AL S BRI a)-d) IR il B0 R AR L o BT — H . AR ER A b AT W A 0o 55
AL H o PR BEALIEFT RO AR DA E A LR Qe iA 31]70-80% R 5 % o

a) SH125 AAVS1 TALEN + BHEX] e va b

b)  BHEXT b

c) SH125 AAVS1 TALEN + fitfhsilE (fif H#4A SH200. EZ012. = Cas9 AAVS1 safe
harbor i %)

d) fbikTepE (i #k SH250. EZ012. =iCas9 AAVS1 safe harbor 7% )

2. KH, IR R BRI, A B R G 0 A DR 4 g A R BORE S AR TR SR
T AEFAER S PN L S N L6/

Al A FHEndoFectin™ Plus¥ Yeil %% 4293 T4 e i, SH100 ki &FF40.5ug, bk ik &
H1ug.

AL
1) DR AN [ 40 2R PR e e R AT P AN, A TS B DI P DR 4 i A T Lk 5 it 1A 2
RG], ERRERERCR . BATEE R N UT a2l (i fRsoki1ug, TALEN
JRERS4E4~0.5pg )

2) NEUE AR YR, BATEBCK BRI DNA S il . PubE R IR 3 J se e R g ik
WA K20 fa iV & (AnDMEM/F12+10% EHiEFBS)

3) PTG (AR ACA N T MG T A, R ARR S AT VA VR R
W o T R AN ISR T ) R O A S M A

3. WG24I E, FFERFEQRIREL, A S PUERM SRR IR, B1/10801/2040 il 6 1L
B PRE AR A PCREIIN S E A M (W50 o bR R 24/,

4. B YLAB/ININ G T IANE R0 1 . 293 T4l M il i iU F 3R 0 1 pg/mL.

BB :
I P A e e A M S AT 2, T DURA A W 75 3N SR AT MO AR (AT 280 S5 . 24048/ ik
AE A SUHE I O0 Y0 A MU GG B2 3RS (- ReAT AU 4 0.5ug-5ug/mL ) R i 4 40 i 24§ i

(RO IER R . AR IR B 38 24 0 A0 DR SN EAT 28 TR R R 1) 3 7 B0 E o e AR 4
20 3R AT R

14
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D. B BT EA MR

HELLRRENY) I T S A H B A, DLEAT R B SRR R ) e AL R . K
2B BT B Tk, 0T R ANREORUE T 1 40 MR AU R AR R B ABA R AT S
or B G OR IR B R B AR AORER . BAMEAS 3R, AN AN R AL A SRR i R LR A R
RIS, DAL s 36 I I 5% ) 4 P A8 25 ) A S ) SRR B e

1. 7L KB I8 LARCEESLINA100uLE; 75 2L, B A4l

e
mE

123 45 67 8 910 1112

A
B

ma C
®E D

—_—r————
-I—I—j—I—I—I—J—I—I—P

>

e

E| | =ttt
e e e et

>

F
G
HIY

RBHE

2. EATFLINA200uL 40 i &7, IOLH 100 5 BAFL A (B SR FEIR AT, TR A) R R o e 4
ARELAESBABNREAT FIRE 1 2R0R BHASL, IR IR SR 1 IR SLAARRUE 5 222000l

3. WS AN BT, AU 100pn = 552504l . HIB AR AR AT, B AR
BRIL12MRE R 21251, IR AR AL A BUE 7% 22 200pL .

4. FEEFRUNLE 3T°CHITE, BB

5. WiIR3RJa il BB M S BN, 25-8 KR A4, MARAERKNLL, AITHRHTARC . FERIR
B LS R A FLEEAT B IXSERER L T RS  E R I R SR AT R IR

BRG] :

1) fEA1SLIIA4000 41l (2X104 cells/mL) 24X BHAR RS AR MR IS o RPHEAR KT 4 i &
AR AR IR .

2) WA B SN, OUL SR LS AN R AT SRR . IR SR AN i LML 1)
JM, I 5 B R B RE TR0 SR AT A ORI

3) AN N AR R TR AL AN R B BR UL SRR, DR N IR B IR AR S 46 2l b AT
TR RR S

15
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E. MEESA (HR) Z1fuLSiE
1. SZOGEE S Ik DR 20 g i BB D) S AR B R YR TR A (HRD RS 5 v R .

1) SH125 AAVS1 TALEN + [ I SH308:
ML FE R IRIE7-10 K5, A0 gl N HRFP & GFPREYE . .

2) HAFH XS sk SH308 «
A TR I IE7-10 K )5, %k [SH125 AAVS1 TALEN + PHEXH SH308Y (1% BH %) f 4,

N W A AENE R A AETE) o 28 A 55 2 Bk X RFP/GF P 1 1 41 i
2 DR by BH ) 1 o B TR B AT L A

3) SH125 AAVS1 TALEN + {if % /& SH308 [ {it {4 e b «

WA R IR 7-10K )5, FE1% 40 LN A GFPRA T . i it qPCRE{Western blot] LLA il 4%
ANFEHFRIL

4) FUA1E FH# 4k SH308 A4 va e -

A TR I IE7-10 K )5, %k [SH125 AAVS1 TALEN + BHEXHE SH308Y fi*) BH %) fe 4,
N gt D B A (AN A AES ) o R I B B K GFPBH I 40 Mo 2 ) oy
e BE MBI

2. W FEAAL SR IEPCRAT AR AR ZARBE R I DNA R B A RE S 35 21 AAVST A7 1. BiiE
PCRIISIM4H &) W ¥ AESi AAVST (5" AAVST -HA-L)FI3%i AAVST B4 (AAVST -
HA-R) M. S AEE: Cas9 AAVS1 safe harboriit A\ b Fie 55 0 A FH 0 R Sk 5 14 & . JE
S A K)Cas9 AAVST mt N e, i AE T 35m Kl 514 SHA01 F155m 5 1iF 5 | 41 SH403.

3. HE4UZAHIEPCR

1) SIYHSLL F S5 AR S 5| W0 A R BE A 10uM 1 Mix B30 o R 58— i [ s
AL R CAL DAKAIE HEAADNAMR B S o ] LA ) T 4 3 T 2167 5 BEAT S8 UE A 0 BA (FIIE ]

2) EAALRIRUEPCRADIR:

a) 3 (1 25 AT ZH DNA/ I HBi B 1 5 A BH A1 0T JE 40 iz 6 20 44 i v 2 2 i PR 4
DNA. 1if 2 H 1 7 o 3 7 S 008 1 S 6 Ui W R A

b) T S K UEPCR (S NAK R T )

16



Genome-TALER™ A 2% AAVS1 Safe Harbor J& K51t 571) £

. SEIS4H (TALEN+BHEEXT X2 (BHPEXS
' AT BT

K2 DNA(60~100ng/uL) 1L 1L
10uM 5' (or 3’) AAVS1 PCR Primer Mix
(B Cas9 AAVS1 i A\ 3l 3' 55 PCR 1L 1uL
primer Mix)
5 X UltraPF™ Buffer (Mg2+ free) 5puL 5uL
10 mM dNTPs 0.5 uL 0.5 uL
20mM MgSO, 2.5uL 2.5 L
UltraPF(5U/pL) 0.25 pL 0.25 L
PCRZ& 75187k 14.75 uL 14.7 5uL
SR 25 uL 25 L
AAVS1
FEMENT AR

98°C, 5min TALENs
98°C, 20sec bp M 5’ 3 5 3'

32000
55°C, 30sec 35 cycles 3500
72°C, 1min 0

1500
72°C, 7min 1250

1000
H0|d at 4~16°C 750

EEBMANRIES|¥PCRER

PCR™#H1 X TAEZEM i F11% Agarose/EtBrigt/ik vk, A AL 55 5 FPCRES B

Ff-dts (¥ 53 K Sty B AL i 56 UEPCRAGTI i #4011 -

5'F 3l AXEERA sy

GFP

T2A Puro SVA0pA HAR

w— —
5'R 5|1 ‘R5I¥

1.1kb—— ‘—vl.ZKb 4



Genome-TALER™ A2k AAVS1 Safe Harbor 3L RN R &

I! I\i\é .

1) R B LA 3 30 UEPCRES R 53 AL i IPCREG R 55 Jst IR 7 A2 3 T 4147 1
gL BRI PP 51520 T PCRIKY MR

2) S A R S5 IEPCR A SR B At AL LR UE 4815 R 2l o

iFELHWVHEE: Cas9 AAVS1 safe harborfii N o % 45 i 16 (I I0AE S 18 & . AR S
[f1Cas9 AAVST i N T, 158 HI 3 ik 514 SHA01 F55i 56 1E 5| #)SH403.

4)PEAR TR [N 15 3k (K 4 safe harbor (v i LASM LAWY wi A "L BEHLAR & (NG Dl thAa vl i k2

Southern blotting 7] #i FH -l 41 g o [ i AE E I BENLEE A o S50 k] LB R I8 3
http://www.bloodjournal.org/content/117/21/5561

VI. 2% 3CHR
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Cas9 FaERIEMM AR Cas9 safe harbor BIATTE

GeneCopoeia f2fit Cas9 XM E RIS R . XLl R g4 K CRISPR D1 4 41 ]
PA—AN T, R TR, S n] LUl safe harbor J: R 71 &5 & Cas9 safe harbor jii A\ 7L
R ) 2 165 T 75 1¥) Cas9 safe harbor FaE RiL 4L & .

FHIH Cas9 T E RIENR4 L &
=i

SL501 FaE 1A Cas9 IREFHERYH1299 Hre 4t i & (H1299 198, 9%
/ Puro / AAVS1) 2 x 106 cells

SL502 FasE Kk Cas9 M IRAEHE K YHEK293T £a v ke 411 Jf = 1%, 8%
(HEK293T / Puro / AAVS1) 2 x 108 cells
FaE Rk Cas9 IR REIN ) HeLa M7 %41 iu & (HeLa / 1%, %

SL503 Hygro / AAVS1) 2 x 106 cells

SL504 FaERIE Cas9 IRMIAEF K] AB49 L ri 4 i & (A549 / 18, B
Hygro / AAVS1) 2 x 108 cells

SL514 Fast ik Cas MAREHINEDA 1Y) MCF-7 ST KE I R (MCF- 1%, 6%
7 [ Hygro / AAVS1) 2 x 108 cells

SL518 FAERIE Cas9 HMMEHEK Y HepG2 . bv [ 41 i 5 198, &
(HepG2 / Puro / AAVS1) 2 x 108 cells

3X FLAG NLS T2A

COpGFP > Hygro >{sv4o%

K 6. Cas9 RN E RIELHMREH.

PR

+ Cas9 FE A sgRNA JLiE Jeali LHE S48 1) 75 5k B 2 A, 18 & sgRNA W [ B AR L %
« Safe Harbor £ 535 GERf ORFEE 1) Cas9 Kik, (R4 TCR JT’Eﬁi 5

o HATUREAN MR BECRIUE B — R RAL T N RREL . mi/KF ) Cas9 KA.

+ T[fit & GeneCopoeia Genome-CRISP™ sgRNA el . sgRNASCZE LA & A4 o0 [ JIR 2548 1

¥ A

o FEARR MR A ) sgRNA BEAT il B 12 2 25 ) EAR ST IR BEAE T i

o D5 (R Ak 2 RE RS A T S

+ Cas9 RERZAMAMEN MR, AAEKIE, 5 TR Y TER . BT A 2
REATHCGEI e T, AIAX AR X sgRNA TG PEEATIRIE; 24 sgRNA FER KA1 & o fR A L2
TeiE PR, R DR e AT HE AR SEE S
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The following terms and conditions apply to use of the Genome-TALER™ human AAVS1 Safe
Harbor Gene Knock-in Kits (the Product). If the terms and conditions are not acceptable, the
Product in its entirety must be returned to GeneCopoeia within 5 calendar days. A limited End-User
license is granted to the purchaser of the Product. The Product shall be used by the purchaser for
internal research purposes only. The Product is expressly not designed, intended, or warranted for
use in humans or for therapeutic or diagnostic use. The Product must not be resold, repackaged or
modified for resale, or used to manufacture commercial products or deliver information obtained in
service without prior written consent from GeneCopoeia. This Product should be used in
accordance with the NIH guidelines developed for recombinant DNA and genetic research. Use of
any part of the Product constitutes acceptance of the above terms.

A R & ARAE

GeneCopoeia warrants that the Product meets the specifications described in the accompanying
Product Datasheet. If it is proven to the satisfaction of GeneCopoeia that the Product fails to meet
these specifications, GeneCopoeia will replace the Product. In the event a replacement cannot be
provided, GeneCopoeia will provide the purchaser with a refund. This limited warranty shall not
extend to anyone other than the original purchaser of the Product. Notice of nonconforming
products must be made to GeneCopoeia within 30 days of receipt of the Product. GeneCopoeia’ s
liability is expressly limited to replacement of Product or a refund limited to the actual purchase
price. GeneCopoeia’ s liability does not extend to any damages arising from use or improper use
of the Product, or losses associated with the use of additional materials or reagents. This limited
warranty is the sole and exclusive warranty. GeneCopoeia does not provide any other warranties
of any kind, expressed or implied, including the merchantability or fitness of the Product for a
particular purpose.

GeneCopoeia is committed to providing our customers with high-quality products. If you should
have any questions or concerns about any GeneCopoeia products, please contact us at 301-762-
0888.

© 2016 GeneCopoeia, Inc.

For Research Use Only. © 2016 GeneCopoeia, Inc.
Trademark: Genome-TALER™ SH-111416
EndoFectin™, GeneCopoeia™ (GeneCopoeia, Inc.)
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